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3 <110> APPLICANT: GREENSTEIN, DAVID 

4 MILLER, MICHAEL A . 

6 <120> TITLE OF INVENTION: COMPOSITIONS AND METHODS OF NEMATODE CONTROL 
8 <130> FILE REFERENCE: N-7088 
10 <140> CURRENT APPLICATION NUMBER: 09/863,063 
C--> 11 <141> CURRENT FILING DATE: 2001-09-21 PMT 

13 <150> PRIOR APPLICATION NUMBER: 60/205,829 E 1 

14 <151> PRIOR FILING DATE: 2000-05-19 

16 <150> PRIOR APPLICATION NUMBER: 60/274,358 

17 <151> PRIOR FILING DATE: 2001-03-08 
19 <160> NUMBER OF SEQ ID NOS : 33 
21 <170> SOFTWARE: Patentln Ver . 2.1 

23 <210> SEQ ID NO: 1 

24 <211> LENGTH: 126 

25 <212> TYPE: PRT 

26 <213> ORGANISM: Caenorhabditis elegans 

28 <400> SEQUENCE: 1 

29 Ala Gin Ser Val Pro 

30 1 5 

32 He Val Phe Asn Ala 

33 20 

35 Val He Asn Ser Ser 

36 35 

38 Asn Met Lys Arg Leu 

39 50 

41 Lys Glu Ala Val Leu 

42 65 

44 Gin Glu Asp Thr Asn 

45 85 

47 Pro Asp Gly Ala Ala 

48 100 

50 Gly Met Val Arg Arg 

51 115 120 125 

54 <210> SEQ ID NO: 2 

55 <211> LENGTH: 126 

56 <212> TYPE: PRT 

57 <213> ORGANISM: Caenorhabditis elegans 
59 <4 00> SEQUENCE: 2 
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73 65 70 75 80 

75 Gin Glu Asp Thr Asn Asn Asp Arg lie Thr Val Glu Trp Thr Asn Thr 

76 85 90 95 

78 Pro Asp Gly Ala Ala Arg Gin Phe Arg Arg Glu Trp Phe Gin Gly Asp 

79 100 105 110 

81 Gly Met Val Arg Arg Lys Asn Leu Pro He Glu Tyr Asn Pro 

82 115 120 125 

85 <210> SEQ ID NO : 3 

86 <211> LENGTH: 126 

87 <212> TYPE: PRT 

88 <213> ORGANISM: Caenorhabditis elegans 

90 <400> SEQUENCE: 3 

91 Ala Gin Ser Val Pro Pro Gly Asp He Gin Thr Gin Pro Asn Ala Lys 

92 1 5 10 15 

94 He Val Phe Asn Ala Pro Tyr Asp Asp Lys His Thr Tyr His He Lys 

95 20 25 30 

97 Val He Asn Ser Ser Ala Arg Arg He Gly Tyr Gly He Lys Thr Thr 

98 35 40 45 
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